




















40

41.

42.

43.

44,

45.

46.

47.

48.

49,

50.

ol.

52.

Nolta, K.V., Padh, H., Steck, T.L. (1991). Acidosomes from Dictyos-
telium. J. Biol. Chem. 266, 18318-18323

Pearson, W.R., Lipman, D.]. (1988). Improved tools for biological
sequence comparison. Proc. Natl. Acad. Sci. USA 85, 2444 - 2448.
Schafer, G., Anemuller, S., Moll, R., Meyer, W., Lubben, M. (1990).
Electron transport and energy conservation in the archaebacterium
Sulfolubus acidocaldarius. FEMS Microbiol. Rev. 75, 335-348.

Sogin, M., J.H. Gunderson, H.]J Elwood, R.A. Alonso,D.A. Peatie
(1989). Phylogenetic meaning of the kingdom concept: an unusual
ribosomal RNA from Giardia lamblia. Science 243, 75-77

Taiz, S.L., Taiz, L. (1991). Ultrastructural comparison of the vacuo-
lar and mitochondrial H® ATPases of Daucus carota. Bot. Acta 104,
117-121

Taylor, W.R., N.M. Green (1989). The predicted secondary structures
of the nucleotide-binding sites of six cation-transporting ATPases
lead to a probable tertiary fold. Eur. J. Biochem. 179, 241-248
Tsutsumi, S., Denda K., Yokoyama, K., Oshima, T., Date, T., Yoshi-
da, M., (1991) Molecular cloning of genes encoding major two subu-
nits of a eubacterial V-Type ATPase from Thermus thermophilus,
Biochim. Biophys. Acta 1098, 13-20

Vogler, P.A., Homma, M., Irikura, V.M., MacNab, R.M. (1991).
Salmonella typhimurium mutants defective in flagellar filament

regrowth and sequence similarity of Flil to F,F, vacuolar and
archaebacterial ATPase subunits. ]. Bact. 173, 3564-3572

Weinbach, E.C., Claggett, C.E., Keister, D.B., Diamond, L.S., Kon,
H. (1980). Respiratory metabolism of Giardia lamblia. ]J. Parasitol.
66, 350-352

Woese, C.R., Fox, G.E. (1977) The concept of cellular evolution. J.
Mol. Evol. 10, 1-6.

Woese, C.R. (1987) Bacterial Evolution. Microbiol. Rev. 51, 221-271
Yokoyama, K., Oshima T., Yoshida M., (1990) Thermus thermophilus
Membrane-associated ATPase; Indication of a eubacterial V-type
ATPase, ]. Biol. Chem. 265, 21946-21950

Zimniak, L.; Dittrich, P.; Gogarten, ].P.; Kibak, H., Taiz, L.
(1988). The cDNA sequence of the 69 - kDa subunit of the carrot
vacuolar H*-ATPase. Homology to the beta-chain of FFy - AT-
Pases. ]. Biol. Chem. 263, 9102 - 9112.






